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3 « Anything under the sun that is made by man could be patented.”

* Henson-Apollonio, V. 2002 Patent protection for plant material. In: WIPO-UPOV Symposium on
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Implementation Issues in Biotechnology. New Y ork: CABI Publishing. Pp.11-25.
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(insect resistant) 40

7 Claim 14. A tomato plant cell comprising a DNA construct according to any of claims 8 to 13.

18 Claim 13. A plant cell wherein expression of agene indigenous to said cell isinhibited according
to the method of claim 1 or 9.

19 Claim 30. A plant and progeny thereof derived from a cell having inhibited or reduced expression
of ageneindigenousto said cell and produced according to the method of any one of claims 1,
9, 27 or 29, wherein said cell is a dicotyledenous cell.
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20

PVPA

20 Claim 1. A fertiletransgenic Zea mays plant comprising isolated DNA comprising a
tissue-specific promoter operably linked to afirst non-plant DNA sequence encoding a
dihydrodipicolinic acid synthase (DHDPS) which DHDPS is substantially resistant to feedback
inhibition by endogenously produced free L-lysine and wherein said DNA further comprises a
second sequence attached to the 5' terminus of the DHDPS encoding sequence which encodes a
plant DHDPS chloroplast transit peptide (CTP) which localizes the DHDPS in the chloroplasts
of the cells of said plant, wherein said DNA is expressed so that the transgenic Zea mays plant
exhibits anincreased level of lysinein its seed over a plant which does not comprise said
DNA, and wherein said DNA is heritable.

21 Claim 8. A fertile transgenic Zea mays plant comprising... DNA sequence...increased level of
lysine, and...contains a high level of an essential amino acid....

C9. A fertile transgenic Zea mays plant comprising...DNA sequence...increased level of lysine,
and ... thetransgenic plant isinsect resistant.

C10. A fertile transgenic Zea mays plant comprising... DNA sequence...increased level of
lysing,...plant isinsect resistant, ... thelevel of the amino acid in said transgenic plant is
increased... .

C31. A Zea mays seed obtained from afertile transgenic Zea mays plant comprising...DNA
seguence. ..increased level of lysine....

C32. A Zea mays seed obtained from afertile transgenic Zea mays plant comprising...DNA
sequence...increased level of lysine,...level of the amino acid in said seed isincreased....
C33. A Zea mays seed obtained from afertile transgenic Zea mays plant comprising...DNA
sequence...increased level of lysine,... the transgenic plant isinsect resistant.

C34. A Zea mays seed obtained from afertile transgenic Zea mays plant comprising...DNA
sequence...increased level of lysine,...the transgenic plant isinsect resistant,...level of the
amino acidin said seed isincreased ....

C35. Food or feed produced from a Zea mays seed obtained from afertile transgenic Zea
mays plant comprising... DNA sequence...increased level of lysine....

C36. Food or feed produced from a Zea mays seed obtained from afertile transgenic Zea
mays plant comprising... DNA sequence... an increased level of lysine, ...level of the amino
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acidin said seed isincreased....

C37. Food or feed produced from a Zea mays seed obtained from afertile transgenic Zea
mays comprising...DNA sequence...increased level of lysine,...the plant isinsect resistant.
C38. Food or feed produced from a Zea mays seed obtained from afertile transgenic Zea
mays plant comprising... DNA sequence...increased level of lysing,...the plant isinsect
resistant,...level of the amino acidin said seed isincreased....
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Due part of anything under the sun that is made by man could be
| P-protected

2 Jordens, R. 2002 Legal and technological developments leading to this symposium: UPOV’ s
perspective. In: WIPO-UPOV Symposium on the Co-existence of Patents and Plant Breeders’
Rightsin the Promotion of Biotechnological Developments.

http://www.upov.int/eng/Symposium2002/SYM_02_2e.pdf
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-- 6,180,857

What isclaimed is.

1. Hybrid maize seed designated 33P66, representative seed of said hybrid 33P66 having been
deposited under ATCC accession number PTA -1522.

2. A maize plant, or its parts, produced by the seed of claim 1.
3. Pollen of the plant of claim 2.
4. An ovule of the plant of claim 2.

5. A tissue culture of regenerable cells of a hybrid maize plant 33P66, representative seed of
sad hybrid maize plant 33P66 having been deposited under ATCC accession number,
wherein the tissue regenerates plants capable of expressing al the morphological and
physiological characteristics of said hybrid maize plant 33P66.

6. A tissue culture according to claim 5, the cells or protoplasts being from a tissue selected
from the group consisting of leaves, pollen, embryos, roots, root tips, anthers, silks, flowers,
kernels, ears, cobs, husks, and stalks.

7. A maize plant, or its parts, regenerated from the tissue culture of claim 5 and capable of
expressing dl the morphological and physiological characteristics of hybrid maize plant
33P66, representative seed having been deposited under ATCC accession number.

8. A hybrid maize plant according to claim 2, wherein the genetic material of said plant
contains one or more transgenes.

9. A hybrid maize plant according to clam 2, wherein the genetic materia of said plant
contains one or more genes transferred by backcrossing.

10. A maize plant, or its parts wherein at least one ancestor of said maize plant is the maize
plant, or its parts of clam 9, said maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Belt including the Southeast, Southcentral and Southwest regions of the
United States.

11. A maize plant, or its parts, having al the morphological and physiological characteristics
of the plant of claim 2.

12. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 11, said maize plant capable of expressing a combination of at
least two 33P66 traits sdlected from the group consisting of: a relaive maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, accept able Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
Eastern Corn Belt including the Southeast, Southcentral and Southwest regions of the
United States.
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13. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: using the maize plant, or its parts, of clam 2 as a
source of said breeding materid.

14. The maize plant breeding program of claim 13 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

15. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: using the maize plant, or its parts, of clam 8 as a
source of said breeding materid.

16. The maize plant breeding program of clam 15 wherein plant breeding techniques are
selected from the group consisting of : recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

17. The maize plant of claim 11 where in said maize plant is male sterile.

18. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of clam 9 asa
source of said breeding materid.

19. The maize plant breeding program of claim 18 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

20. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of claim 8, said maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Belt including the Southeast, Southcentral and Southwest regions of the
United States.

21. A hybrid maize plant according to claim 11, wherein the genetic material of said plant
contains one or more transgenes.

22. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 21, said maize plant capable of expressing a combination of at
least two 33P66 traits sdected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Bdt including the Southeast, Southcentra and Southwest regions of the
United States.
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23. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of clam 21 asa
source of said breeding materid.

24. The maize plant breeding program of clam 23 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

25. A hybrid maize plant according to clam 11, wherein the genetic materid of said plant
contains one or more genes transferred by backcrossing.

26. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 25, said maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
Eastern Corn Bdlt including the Southeast, Southcentral and Southwest regions of the
United States.

27. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of claim 25 asa
source of said breeding material.

28. The maize plant breeding program of claim 27 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

29. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 11, said maize plant capable of expressing a combination of at
least two 33P66 traits sdected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
Eastern Corn Bdt including the Southeast, Southcentra and Southwest regions of the
United States.

30. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of clam 11 asa
source of said breeding material.

31. The maize plant breeding program of clam 30 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.
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- 6,194,642

What isclaimed is.

1. Hybrid maize seed designated 33P66, representative seed of said hybrid 33P66 having been
deposited under ATCC accession number PTA -1522.

2. A maize plant, or its parts, produced by the seed of claim 1.
3. Pollen of the plant of claim 2.
4. An ovule of the plant of claim 2.

5. A tissue culture of regenerable cells of a hybrid maize plant 33P66, representative seed of
said hybrid maize plant 33P66 having been deposited under ATCC accession number,
wherein the tissue regenerates plants capable of expressing all the morphological and
physiological characteristics of said hybrid maize plant 33P66.

6. A tissue culture according to claim 5, the cells or protoplasts being from a tissue selected
from the group consisting of leaves, pollen, embryos, roots, root tips, anthers, silks, flowers,
kernels, ears, cobs, husks, and stalks.

7. A maize plant, or its parts, regenerated from the tissue culture of claim 5 and capable of
expressing dl the morphological and physiological characteristics of hybrid maize plant
33P66, representative seed having been deposited under ATCC accession number.

8. A hybrid maize plant according to clam 2, wherein the genetic materia of said plant
contains one or more transgenes.

9. A lybrid maize plant according to clam 2, wherein the genetic materia of said plant
contains one or more genes transferred by backcrossing.

10. A maize plant, or its parts wherein at least one ancestor of said maize plant is the maize
plant, or its parts d cdam 9, sad maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moigture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Belt including the Southeast, Southcentral and Southwest regions of the
United States.

11. A maize plant, or its parts, having al the morphological and physiological characteristics
of the plant of claim 2.

12. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 11, said maize plant capable of expressing a combination of at
least two 33P66 traits sdected from the group consisting of: a relative maturity of
gpproximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, accept able Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
Eastern Corn Belt including the Southeast, Southcentral and Southwest regions of the
United States.
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13. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: using the maize plant, or its parts, of clam 2 as a
source of said breeding materid.

14. The maize plant breeding program of claim 13 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

15. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: using the maize plant, or its parts, of clam 8 as a
source of said breeding materid.

16. The maize plant breeding program of clam 15 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

17. The maize plant of claim 11 where in said maize plant is male sterile.

18. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of clam 9 asa
source of said breeding materid.

19. The maize plant breeding pogram of claim 18 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

20. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of claim 8, said maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gay Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Bdt including the Southeast, Southcentral and Southwest regions of the
United States.

21. A hybrid maize plant according to clam 11, wherein the genetic material of said plant
contains one or more transgenes.

22. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 21, said maize plant capable of expressing a combination of at
least two 33P66 traits sdected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
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Eastern Corn Bdt including the Southeast, Southcentral and Southwest regions of the
United States.

23. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of claim 21 asa
source of said breeding materia.

24. The maize plant breeding program of claim 23 wherein plant breeding techniques are
selected from the group consisting of : recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
sdlection, and transformation.

25. A hybrid maize plant according to clam 11, wherein the genetic material of said plant
contains one ar more genes transferred by backcrossing.

26. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 25, said maize plant capable of expressing a combination of at
least two 33P66 traits selected from the group conssting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Central Corn Belt, Western Corn Belt and
Eastern Corn Bdt including the Southeast, Southcentral and Southwest regions of the
United States.

27. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of claim 25 asa
source of said breeding material.

28. The maize plant breeding program of claim 27 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
restriction fragment length polymorphism enhanced selection, genetic marker enhanced
selection, and transformation.

29. A maize plant, or its parts, wherein at least one ancestor of said maize plant is the maize
plant, or its parts, of clam 11, said maize plant capable of expressing a combination of at
least two 33P66 traits sdected from the group consisting of: a relative maturity of
approximately 113 based on the Comparative Relative Maturity Rating System for harvest
moisture of grain, above average test weight, above average Diplodia Ear Rot resistance,
strong Southern Leaf Blight resistance, acceptable Gray Leaf Spot resistance, acceptable
root lodging resistance, and well suited to the Centra Corn Belt, Western Corn Belt and
Eastern Corn Bdt including the Southeast, ®uthcentral and Southwest regions of the
United States.

30. A method for developing a maize plant in a maize plant breeding program using plant
breeding techniques, which include employing a maize plant, or its parts, as a source of
plant breeding material, comprising: obtaining the maize plant, or its parts, of claim 11 asa
source of said breeding materia.

31. The maize plant breeding program of claim 30 wherein plant breeding techniques are
selected from the group consisting of: recurrent selection, backcrossing, pedigree breeding,
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restriction fragment length polymorphism enhanced selection, genetic marker enhanced
sdlection, and transformation.

-- 6,177,619

What isclaimed is:

1. A soybean seed designated 9318055217152, wherein a sample of said seed has been
deposited under ATCC Accession No. PTA -2353.

2. A plant, or its parts, produced by growing the seed of claim 1.
3. Pollen of the plant of claim 2.
4. An ovule of the plant of claim 2.

5. A soybean plant having al the physiological and morphological characteristics of the
soybean plant of claim 2, or its parts.

6. Tissue culture of the plant of claim 2.

7. A soybean plant regenerated from the tissue culture of claim 6, wherein said plant has all of
the physiologica and morphological characteristics of a plant produced by growing seed
designated 9318055217152 and having ATCC Accession No. PTA -2353.

8. Tissue culture of regenerable cells of the plant, or its parts, of claim 2.

9. The tissue culture of claim 8 selected from the group consisting of protoplasts and calli
wherein the regenerable cells are derived from embryos;, meristematic cells, pollen, leaves,
anthers, roots, root tips, flowers, seeds, stems, or pods.

10. A soybean plant regenerated from the tissue culture of claim 9, wherein said plant has all
of the physiological and morphological characteristics of a plant produced by growing seed
designated 9318055217152 and having ATTC Accession No. PTA -2353.

11. A method for producing a soybean seed comprising crossing a first parent soybean plant
with a second parent soybean plant and harvesting the resultant hybrid soybean seed,
wherein said first or second parent soybean plant is the soybean plant of claim 2.

12. A hybrid soybean seed produced by the method of claim 11.

13. A hybrid soybean plant, or its parts, produced by growing said hybrid soybean seed of
clam 12.

14. Soybean seed produced from said hybrid soybean plant of claim 13.
15. The soybean plant, or its parts, produced from the soybean seed of claim 14.
16. The soybean plant of claim 5, further comprising a single gene conversion.

17. The single gene conversion soybean plant of claim 16, wherein the gene is introduced by
transgenic means.

18. The single gene conversion soybean plant of clam 16, wherein the gene is a dominant
dlele.

19. The single gene conversion soybean plant of claim 16, wherein the gene is a recessive
dlee.
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20. The single gene conversion soybean plant of claim 16, wherein the gene confers herbicide
resistance.

21. The single gene conversion soybean plant of clam 16, wherein the gene confers insect
resistance.

22. The single gene conversion soybean plant of claim 16, wherein the gene confers resistance
to bacterial, fungal or viral disease.

23. The single gene conversion soybean plant of claim 16, wherein the gene confers male
serility.

24. The single gene conversion soybean plant of clam 16, wherein the gene confers waxy
starch.

- 5,663,484

What isclaimed is.

1. A rice plant, which plant when cultivated in North, Central or South America, or Caribbean
Islands

a) has a mature height of about 80 cm to about 140 cm;
b) is substantialy photoperiod insensitive; and

C) produces rice grains having
i) an average starch index of about 27 to about 35,
i) an average 2-acetyl-1-pyrroline content of about 150 ppb to about 2,000 ppb,

ii) an average length of about 6.2 mm to about 8.0 mm, an average width of about 1.6
mm to about 1.9 mm, and an average length to width ratio of about 3.5 to about 4.5,

iv) an average of about 41% to about 67% whole grains, and
v) an average lengthwise increase of about 75% to about 150% when cooked.

2. The rice plant of claim 1, wherein said starch index of i) conssts of the sum of percent
amylose of about 24 to about 29 and of akali spreading value of about 2.9 to about 7.

3. Therice plant of claim 2, wherein said rice grains additionally have an average burst index
of about 4 to about 1.

4. Therice plant of claim 2, wherein said rice grains consist of less than about 20% chalky,
white belly or white center grains.

5. The rice plant of clam 1, wherein said plant produces about 3,000 Ibs to about 10,000 Ibs
of seed per acre.

6. Therice plant of claim 1, which plant
a) has amature height of about 119 cm; and
b) produces rice grains having

i) an average starch index of about 29, an average percent amylose of about 24.5, and
an average alkali spreading value of about 4.5,
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ii) an average 2-acetyl-1-pyrroline content of about 400 ppb,

iii) an average length of about 6.75 mm, an average width of about 1.85 mm, and an
average length to width ratio of about 3.65,

iv) an average of about 50% whole grains, and
V) an average lengthwise increase of about 90% when cooked.
7. Therice plant of clam 1, which plant
a) has amature height of about 115 cm; and
b) producesrice grains having

1) an average starch index of about 29, an average percent amylose of about 26.2, and
an average dkali spreading value of about 2.9,

ii) an average 2-acetyl-1-pyrroline content of about 150 ppb,

iil) an average length of about 7.26 mm, an average width of about 1.85 mm, and an
average length to width ratio of about 3.92,

iv) an average of about 45% whole grains, and
v) an average lengthwise increase of about 75% when cooked.
8. A rice plant produced from Bas 867 seed having the accession number ATCC 75941.
9. A rice plant produced from RT1117 seed having the accesson number ATCC 75939.
10. The rice plant of claim 1, which plant
a) has amature height of about 115 cm; and
b) produces rice grains having

i) an average starch index of about 28.9, and average percent amylose of about 25.8,
and an average alkali spreading value of about 3.1,

i) an average 2-acetyl-1-pyrroline content of about 400 to about 450 ppb,

iil) an average length of about 6.49 mm, an average width of about 1.77 mm, and an
average length to width ratio of about 3.87,

iv) an average of about 41% whole grains, and
v) an average lengthwise increase of about 90% when cooked.
11. A rice plant produced from RT1121 seed having the accession number ATCC 75940.
12. A seed produced by the rice plant of any of clams 1 to 11.
13. A rice grain derived from the seed of claim 12.
14. A progeny plant of the rice plant of any of clams 1 to 11.
15. A rice grain, which has
i) astarch index of about 27 to about 35,
ii) a 2-acetyl-1-pyrroline content of about 150 ppb to about 2,000 ppb,

iii) a length of about 6.2 mm to about 8.0 mm, a width of about 1.6 mm to about 1.9
mm, and a length to width ratio of about 3.5 to about 4.5,

iv) awhole grain index of about 41 to about 63,
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v) alengthwise increase of about 75% to about 150% when cooked, and
vi) achak index of less than about 20.

16. The rice grain of claim 15, which has a 2acetyl-1-pyrroline content of about 350 ppb to
about 600 ppb.

17. Therice grain of claim 15, which has a burst index of about 4 to about 1.
18. A method of selecting arice plant for breeding or propagation, comprising the steps of:
a) preparing rice grains from rice seeds;
b) determining
i) the percent amylose (PA), and
i) the alkali spreading value (ASV) of samples of said grains;
¢) summing said PA and said ASV to obtain the starch index (Sl) of said grains;

d) identifying a rice plant which produces grains having an average PA of about 22 to
about 29, an average ASV of about 2.9to about 7, and an average S| of about 27 to
about 35;

€) selecting a seed from said plant; and
f) growing said seed into a plant.
19. A method of selecting arice plant for breeding or propagation, comprising the steps of:
a) preparing rice grains from rice seeds;
b) determining
i) the percent amylose (PA), and
i) the alkali spreading value (ASV) of samples of said grains;
¢) summing said PA and said ASV to obtain the starch index (SI) of said grains;
d) copki ng a sample of said grains and determining the percent elongation of cooked
grains,
e) identifying arice plant which produces grains having an average PA of about 22 to about

29, an average ASV of about 2.9 to about 7, an average Sl of about 27 to about 35, and
an average cooked grain elongation of about 75% to about 150%;

f) selecting a seed from said plant; and
g) growing said seed into a plant.
20. A method of selecting arice plant for breeding or propagation, comprising the steps of:
a) preparing rice grains from rice seeds;
b) determining
i) the percent amylose (PA), and
ii) the alkali spreading value (ASV) of samples of said grains;
¢) summing said PA and said ASV to obtain the starch index (Sl) of said grains,
d) determining the burst index of a sample of said grains;
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€) identifying a rice plant which produces grains having an average PA of about 22 to about
29, an average ASV of about 2.9 to about 7, an average Sl of about 27 to about 35, and
an average burst index of about 4 to about 1;

f) selecting a seed from said plant; and
g) growing said seed into a plant.
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